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RAW SEQUENCE LISTING 

PATEN T AP PLICAT 1 0 N : 



US/09/711,724 



DATE; 
TIME: 



11/29/2000 
13 : 33 : 00 



input Set : 
Output Set: 



A:\Hmv00606 . app 
Nt\CRF3\ll292000\I711724 .raw 



ENTERED 



4 

6 

7 

8 

9 
11 
12 
14 
16 
17 
1 8 
19 
20 
21 
22 
24 
25 
26 
27 
23 
3 0 
31 
32 
3 3 
35 
3 6 
37 

3 9 

4 0 
41 
4 2 
4 4 
45 
4 6 

4 9 
51 
52 

5 3 
54 

5 5 
57 
60 
61 
62 

6 5 
67 



SEQUENCE LISTING 

(1) GENERAL INFORMATION 



(i) 



(ii) 

(lit) 
(iv) 



APPLICANT: Ingham.. Phillip W- 
McMahon , Andrew P . 
Tabin, Clifford J. 
Marigo, Valeria 
TITLE OF INVENTION: SCREENING ASSAYS FOR HEDGEGOG AGONISTS 

AND ANTAGONISTS 
NUMBER OF SEQUENCES: 48 
CORRESPONDENCE ADDRESS: 



(A) 
(B) 
(C) 
(D) 
(E) 

(F) 



(2) 



ADDRESSEE: FOLEY , HO AG S ELIOT LLP 
STREET: One Post Office Square 
CITY: Boston 
STATE: MA 
COUNTRY : USA 
ZIP: 02109-2170 
(V) COMPUTER READABLE FORM: 

{A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC -DOS/MS -DOS 

(D) SOFTWARE : Pa tent In Release fi-1.0 
(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/09/711 f 724 

(B) FILING DATE: 13-NOV-2000 
{ C ) CLASS 1 FT CATION : 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: US 08/460,900 

(B) FILING DATE: 05-JUN-1995 
( V i i 1 ) AT TOR N FY /AG EN T I N FO EMAT TON : 

(A) NAME: Vincent, Matthew P. 

(B) REGISTRATION NUMBER: 3 6,70 9 

(C) REFERENCE/DOCKET NUMBER: HMV-006.06 
(fx) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 617-832-1000 

(B) TELEFAX: 617-832-7000 
INFORMATION FOR SEQ ID NO: 1: 



Version #1.30 



(i) 



(ii) 
(ix) 



SEQUENCE CHARACTER! STTCS : 

(A) LENGTH: 1277 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : both 

(D) TOPOLOGY: linear 



MOLECULE TYPE; 
FEATURE : 

(A) NAME/KEY 

(B) LOCATION 



CDNA 



ATG 



CDS 

1..1275 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 
GTC GAA ATG CTG CTG TTG ACA AGA ATT CTC TTG GTG GGC TTC ATC 
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1 9 S v J 4 i J u 

327 TTC CTC ACC TTC CTC GAC CGG ATG GAG AGC TCC CGA AAG CTC TTC TAG 

128 Phe Leu Thr Phe Leu Asp Arg Met Asp Ser Ser Arg Lys Leu Phe Tyr 

129 ' ' 245 250 2j5 

131 GTC ATG GAG ACG CGG GAG CCC CGG GGG CGG CTG CTA CTG ACG GCG OCC 

132 val He Glu Thr Arg Gin Pro Arg Ala Arg Leu Leu Leu lhr. Aid Ala 



96 



RAW SEQUENCE LISTING DATE : ^29/2000 

PATENT APPLICATION: US/09/711,7 24 TIML : 13:33:00 

input Set : A:\Hmv00606.app 
Output Set: N:\CRF3\11292000\l711724.raw 

68 Met Val Glu Met Leu Leu Leu Thr Arg lie Leu Leu Val Gly Phe He 

5 10 iD 

n TG r GCT CTT TTA GTC TCC TCT GGG CTG ACT TGT GGA CCA GGC AGG GGC 

72 Cys Ala Leu Leu Val Ser Ser Gly Leu Thr Cys Gly Pro Gly Arg Gly 

75 AT 1 CGA AAA ACG AGG CAC CCC AAA AAG CTG ACC CCG MA GCC TAX AAG -144 

76 lie Gly Lys Arc, Arc, His Pro Lys Lys Leu Thr Pro Leu Ala .lyr Lys 

'ir 4 0 ^ 

79 CAG ITT ATT CCC ART GTG GCA GAG AAG ACC CTA GGG GCC AG'. GGA AGA 192 

80 Gin Phe He Pro Asn Val Ala Glu Lys Thr Leu Gly Ala Ser Gly Arg 
HI 50 55 

83 TAT GAA GGG AAG ATC AC A AGA AAC TCC GAG AGA TTT AAA GAA CTA ACC ,40 

34 Tyr Glu Gly Lys He Thr Arg As., ser Glu Arg Phe Lys Glu Leu Thr 

87 CCA AAT TAG AAC CCT GAC ATT ATT TTT AAG GAT GAA GAG AAC ACG GGA 288 

88 Pro Asn Tyr Asn Pro Asp He He Phe Lys Asp Glu Glu Asn lhr Gly 

sq 35 90 ,,. 

01 GCT GAC AGA CTG ATG ACT CAG CGC TGC AAG GAC AAG CTG AAT GCC CTG 336 
92 Ala Asp Arg Leu Met Thr Gin Arg Cys Lys Asp Lys Leu Asn Aid Leu 

95 GCG ATC TCG GTG ATG AAC CAG TGG CCC GGG GTG AAG CTG CGG GTG ACC 384 

96 Ala lie Ser Val Met Asn Gin Trp Pro Gly Val Lys Leu Arg Val Thr 
„, ]]5 120 I 25 

9 GAG GGC TGG GAC GAG GAT GGC CAT CAC TCC GAG GAA TCG CTG CAC TAG 4 32 
100 Glu Gly Trp Asp Glu Asp Gly His His Ser Glu Glu ser Leu His lyi 

103 GAG GGT CGC GCC GTG GAC ATC ACC ACC TCG GAT CGG GAC CGC AGC AAG 480 
!04 Glu Gly Arg Ala Val Asp He Thr Thr Ser Asp Arg Asp Arg Ser Lys 

10 Ac GGA ATG CTG GCC CGC CTC GCC GTC GAG GCC GGC TTC GAC TGG GTC 

108 Tyr Gly Met. Leu Ala Arg Leu Ala Val Gin Ala Gly Phe Asp Trp Val 

365 170 -L/ij 

Ul TAG TAG GAG TCC AAG GCG CAC ATC CAC TGC TCC GTC AAA GCA GAA AAC 57 6 

H2 lyr Tyr Glu Ser Lys Ala His lie His Cys Ser Val Lys Ala Glu Asn 

,,i TCA GTG GCA GCG AAA TCA GGA GGC TGC TTC CCT GGC TCA GCC ACA GTG 624 
U6 ser vll Ala Ala Lys Ser Gly Gly Cys Phe Pro Gly Ser Ala Thr Val 

m 195 200 20 

CAC CTG GAG CAT GGA GGC ACC AAG CTG GTG AAG GAC CTC AGC CCT GGG 672 

120 His Leu Glu His Gly Gly Thr Lys Leu Val Lys Asp Leu ser Pro Gly 

123 GAC CGC GTG CTG CCT GCT GAC GCG GAC GGC CGG CTG CTC TAG AGT CAC 720 

124 Asp-Arq val Lou Ala Ala Asp Ala Asp Gly Arg Leu Leu Tyr ser Asp 

125 ^25 ' 230 235 _,„ 
L " *,-r- ;.ni- a »4C CTC TTC TAG 768 



816 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/7 11, 724 



DAI 13: 11/29/2000 
TIME: 13:33:00 



Input Set : A:\Hmv00606.app 

Output Set: N:\CRF3\11292000\l711724.raw 



13 3 
135 

13 6 
137 
.139 

14 0 
141 
14 3 
144 
14 5 
147 

14 8 
149 
151 
152 
153 

15 5 
156 
157 
159 

16 0 
161 
16 3 

16 4 
165 
167 
168 
169 
17.1 
172 

17 3 
176 
178 

17 9 
180 
181 

18 2 
184 
1 8 7 

18 8 
189 

19 2 
194 
195 
196 
198 
199 
200 
202 



CAC 
His 

TCC 
Ser 

CGT 
Arg 
305 
GTC 
Val 

CTC 
Leu 

TAC 
Tyr 

TTC 
Phe 

ATC 
lie 
385 
CTC 
Leu 

CCG 
Pro 

(2) 



ATG 
Met 
1 

GCA 
Ala 

CGG 



26 0 265 
CTC CTC TTT GTC GCC CCC CAG CAC AAC CAG 
f'eu Leu Phe Val Ala Pro Gin His Asn Gin 

275 280 
ACC ACT GCC CAG GCG CTC TTC CCC AGC AAC 
Thr Ser Giv Gin Ala Leu Phe Ala Ser Asn 
290 * 295 

GTC TAT GIG CTG GGC GAG GGC GGG CAG CAG 
Val Tvr Val Leu Gly Clu Gly Gly Gin Gin 
310 315 
CAC AGC GTC TCA TTG CGG GAG GAG GCG TCC 
His Ser Val Ser Leu Arg Glu Glu Ala Ser 

325 330 
ACC GCC CAG GGC ACC ATC CTC ATC AAC CGG 
Thr Ala Gin Gly Thr lie Leu He Asn Arg 

340 345 
GCC GTC ATC GAG GAG CAC AGT TGG GCC CAT 
Ala Val He Glu Glu His Ser Trp Ala His 

3 55 360 
CGC TTG GCT CAG GGG CTG CTG GCC GCC CTC 
Arg Leu Ala Gin Gly Leu Leu Ala Ala Leu 
370 375 

CCT ACT GCC GCC ACC ACC ACC ACT GGC ATC 
Pro Thr Ala Ala Thr Thr Thr Thr Gly He 
390 395 
CTC TAC CGC ATC GGC AGC TGG GTG CTG GAT 
lpu Tvr Arg He Gly Ser Trp val Len Asp 

■ 405 410 
CTG GGC ATG GTG GCA CCG GCC AGC TG 
Leu Glv Met val Ala Pro Ala Ser 
420 425 
INFORMATION FOR SEQ TD NO: 2: 
(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 119 0 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 
(ii) MOLECULE TYPE: CDNA 
(iK) FEATURE: 

(A) NAME/KEY: CDS 

(B) LOCATION : 1 . .1188 

(Yi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 
GCT CTG CCG GCC AGT CTG TTG CCC CTG TGC 
Ala Leu Pro Ala Ser Leu Leu Pro Leu Cys 

■5 ™ 
CTA TCT GCC CAG AGC TGC GGG CCG GGC CGA 
Leu Ser Ala Gin Ser Cys Gly Pro Gly Arg 

20 25 
CGT TAT GTG CGC A AG CAA CTT GTG CCT CTG 



TCG 
Ser 

GTG 
Val 
300 
CTG 
Leu 

GGA 

Gly 

GTG 
Val 

TGG 
Trp 

TGC 
CVS 
380 
CAT 
His 

GGT 
Glv 



27 0 

GAG GCC AC A GGC 
Glu Ala Thr Gly 
285 

A AG CCT GGC CAA 
Lys Pro Gly C.la 



CTG CCG GCG 
Leu Pro Ala 



GCC TAC 
Ala Tyr 

TTG GCC 
Leu Ala 
350 
GCC TTC 
Ala Phe 
365 

CCA GAT 
pro Asp 



GCC 
Ala 
33 5 
TCC 
Ser 

GCA 
Ala 

GGG 
Gly 



TCT 
Ser 
32U 
CCA 
Pro 

TGC 
Cys 

CCA 
Pro 

GCC 
Ala 



TGG TAC TCA CGG 
Trp Tvr Ser Arg 
400 

GAC GCG CTG CAT 
Asp Ala Leu His 
415 



TGC 
Cys 

GGA 

Gly 

CTA 



TTG GCA CTC TTG 

Leu Ala Leu Leu 
15 

CCG GTT GGC CGG 

Px-o Val Gly Arg 
3 0 

TAC AAG CAG TTT 



864 



912 



960 



1008 



105 6 



1104 



1.152 



1200 



12 4 8 



1277 



4 8 



96 
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DA-IE: .11/29/2000 

ttrtw or-ywt)"*'" 

PATENT APPLICATION: US/09/711,7 24 



RAW SEQUENCE LISTING 13: 33:00 



input; Set : A:\Hmv00606.app 

Output Set: H:\CRF3\ll292000\I711724.raw 
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203 Arq Arg Tyr Val Arg Lys Cln Leu Val Pro Leu Lea Tyr Lys Gin Phe 

III GTG CCC AGT A- CCC GAG CGG ACC C TG GGC CCC AGT GGG CCA GCG GAG 
907 val f j ro Ser Met Pro Glu Arg Fhr Leu Gly Aid Str Gly ro ai 
" . ^ ^ b U 

1": s s ™; s 5 s s s s z s z = ™ ™ £ 2,0 
I; « s s 55 s £ s E s r s £ s s a s 2 " 

HI SS S S S Si = S £ S! £ 55 £ £ £ K "* 

III rcG GIG AT6 ATG TGG CCC GGA GTA CGC CTA CGT GTG ACT GAA GGC 384 

& Ala Va5 Met Asn Met Trp Pro Gly Val Arc, T-eu Arg val Thr Glu Gly 

lH TOG GAC GAG GAC GGC CAC CAC «A CAG GAT TCA CTC CAC TAC GAA GGC 



■) of. TGG GAC GAG GAC tAL lhu va^i - — - 

■>?7 irp Aso Glu Asp Gly His His Ala cin As P Ser Leu H,s Tyr Glu cU 

III CGT III TTG GAC ATC ACC ACG TCT GAC CGX GAC CGT AAT AAG TAT GGT 
2-31 Arg Ala Leu Asp He Thr Thr Ser Asp Arg Asp Arg Asa Lys 1> c Gly 

"2 TTG TTG GCG CGC CTA GCT GTG GAA GCC GGA TTC GAC TGG GTC TAG TAC 
^3S Leu Leu Ala Arg Leu Ala Val Glu Ala Gly Phe Asp trp Val Cyr lyr 

»• « r S - SS vl, E h E S S E s ss 576 

239 Glu Ser Arg Asn His He Hib Vdi. va.i. ±- 7 r- 



Hi s s s s s ss s = s s s s s si s = ™ 
B s s S s s e s i s s £ s 5 z s is m 

lit GTA CTG GCC GCT GAT GCA GCG GGC CCA GTG GTA CCC ACG CCA GTG CTC 
251. vll Leu Ala Ala Asp Ala Ala Gly Arg val Val Pro Thr Pro Val Lou 

"4 CTC TTC CTC, GAC CGG GAT CTG CAG CGC CGC GCC TCG TTC GTG GCT GTG 
255 Leu The Leu Asp Arg Asp Leu Gin Arg Arg Ala Ser Phe Val Ala Val 

|» ~ s s s £ s a ™ = a a s ss s si s 116 

Hi s s s E s s s s i s js s i| e s ™ *" 

GTG TTC £ CCC CGC TTA CGT CT GGC GAC TCG GTG CTG OCT CCC GGC ^ 
267 Val Phe Ala Arg Arg Leu Arg Ala Giy Asp fi-i 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/711,7 24 



DATE: 11/29/2000 
TIME: 13:33:00 



Input Set : 
Output Set: 



A:\Hmv00606 .app 
N:\CRF3\11292000\I711724 .raw 



26 8 
270 
271 
272 
274 

27 5 
276 
278 
279 
280 
2 82 
283 
284 
286 
2 87 

2 SB 
29 0 
201 
20 2 
29 5 
297 
298 
299 

3 00 
3 01 
3 03 
3 06 
3 07 
3 08 
311 
313 
314 
315 
317 
318 
319 
321 
322 

32 3 
3 25 
326 
327 
329 
330 
3 3 1 
333 
3 34 

33 5 
337 



GGG 
Gly 
3 05 
GCC 
Ala 

A AC 
Asn 

GCC 
Ala 

CTG 
Leu 

CGC 
Arg 
385 
(2) 



290 295 

GAC GCG CTC CAG CCG GCC CGC GTA GCC CGC 
Asp Ala Leu Gin Pro Ala Arq Val 
310 



Ala Arq 
15 



GTG GGC GTG TTC GCA CCG CTC ACT GCG CAC 



I he Ala His 
330 



yal Civ val Phe Ala Pro Leu 
325 

GAC GTC CTC GCC TCC TGC TAG GCG GTT CTA 
Asp Val Leu Ala Ser Cys Tyr Ala Val Leu 

340 345 
CAC CGC GCC TTC GCC CCT TTG CGC 
His Arq Ala Phe Ala Pro Leu Arg 

355 360 
CTC CCT GGG GGT GCA GTC CAG 
Leu Pro Gly Gly Ala Val Gin Pro Thr Gly 
370 375 
CTC CTT TAC CGC TTG GCC GAG GAG 



CTG CTG 
Leu Leu 



30 0 

GTG GCG 
Val Ala 

GGG ACG 
Gly L'hr 

GAG AGT 
Glu Ser 

CAC GCG 
His Ala 



CCG ■ ACT GGC ATC 



365 
CAT 



TTA ATG 



Leu Leu Tyr Arg Leu Ala Glu Glu Leu Met 



390 

INFORMATION FOR SEQ ID NO : 3: 
(1) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 1056 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: both 

(D) TOPOLOGY; linear 
MOLECULE TYPE: cDNA 
FEATURE: 

(A) NAME /KEY 

(B) LOCATION: 



Met His 
380 

GGC TG 

Gly 



CGC GAG GAA 
Arg Glu Glu 
320 

CTG CTG GIC 
Leu Leu Val 
335 

CAC CAG TGG 
His Gin Trp 
350 

CTC GGG GCT 
Leu Gly Ala 

TGG TAC TCT 
Trp lyr Ser 



(i-i) 
( i.x) 



CDS 

1. . 1008 



(xi) 



GAG 
G.lu 
1 

A AG 
Lys 

A AG 
Lys 

GGT 

Gly 

TCA 
Ser 
65 
TCA 
ser 

GAG 



SEQUENCE DESCRIPTION: SEQ ID NO: 3 
CGC TTC AAA GAG CTC ACC CCC AAC TAC AAT 
Arq Phe Lys Glu Leu Thr Pro Asn Tyr Asn 

5 10 
GAC GAG GAG AAC ACG GGT GCC GAC CGC CTC 
Asp Glu Glu Asn Thr Gly Ala Asp Arg Leu 

20 25 
GAC CGT CTG AAC TCA CTG GCC ATC TCT GTC 
. , . -,-1 - - Va i 



Asp Arg Leu Asn Ser Leu Ala lie Ser 



3 5 



4 0 



GTG AAA CTG CGG GTG ACC GAA GGC CGG GAT 
val Lys Leu Arg val Thr Glu Gly Arg Asp 



50 



55 



GAG GAG TCT TTA CAC TAT GAG GGC CGC 

G'Ju Glu Ser Leu H i.s Tyr Glu Gly Arg 
70 

GAC CGT GAC CGA AAT AAC 

Asp Arg Asp Arg Asn Lys Tyr Gly Leu 

85 90 
GCC GGC TTC GAC TGG GTG TAT TAC GAG 



GCG 
Ala 
75 

TAT GGA CTG CTG 



CCC GAC 
Pro Asp 

ATG ACC 
Met Thr 

ATG AAC 
Met Asn 
45 

GAA GAT 
Glu ASp 
60 

GTG GAT 
Val Asp 



ATC ATC 
Tie He 
15 

CAG CGC 
Gin Arg 
3 0 

CAG TGG 
Gin Trp 

GGC CAT 
Gly His 

ATC ACC 
He Thr 



Leu 



TCC 



GCG CGC TTA GCA 
Ala Arg Leu Ala 
9 5 

AAG GCC CAC GTG 



TTC 
Phe 

TGC 
Cys 

CCT 
Pro 

CAC 

His 

ACC 
Thr 
80 
GTG 
Val 

CAT 



960 



1008 



1056 



1104 



1152 



1190 



96 



192 



208 



336 
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VERIFICATION SUMMARY DATE: .11/29/2000 

PATENT APPLICATION: US/09/711,7 24 TIME: 13:33:01 

Input: Set : A:\Hmv00606.app 

Output Set: N:\CRF3\11292000\l711724.raw 

•31 M:220 C: Keyword misspelled or invalid format, [(A) APPLICATION NUMBER : ] 
:32 M:220 C: Keyword misspelled or invalid format, [(B) FILING DATE : J 



L : 


789 M:341 W: 


(46) " 


n " or 11 


Xaa" used, for SEQ IDs: 6 




L : 


1434 


M: 


341 


W : 


(46) 


it u ii 


or 


"Xaa " 


used, 


for 


SEQ 


ID* : 


13 


L: 


2148 


M : 


341 


W: 


(46) 


" n " 


or 


"Xaa" 


used , 


for 


SEO 


ID* : 


40 


L: 


2154 


M: 


341 


W 


(46) 


n n n 


or 


"xaa " 


used, 


for 


SEQ 


I D# : 


40 


L : 


216 3 


M: 


34.1 


W 


(46) 


» rj ti 


or 


"xaa " 


used, 


for 


SEQ 


IDA : 


40 


L : 


2166 


M: 


341 


w 


(46) 


" n " 


or 


"Xaa" 


used, 


for 


SEQ 


TDfr : 


40 


L 


217 2 


M 


341 


w 


(46) 


" n " 


or 


"Xaa " 


used. 


for 


SEQ 


I'. Dif : 


40 


L 


2198 


M 


341 


w 


(46) 


,t n n 


or 


"Xaa " 


used, 


for 


SEQ 


IDS : 


41 


L 


2 201 


M 


341 


w 


(46) 


ti u i- 


or 


"Xaa" 


used, 


for 


SEQ 


IDS : 


41 


L 


2204 


M 


341 


w 


(46) 


IT jj 11 


or 


"Xaa " 


used, 


for 


SEQ 


ID Ft 


41 


L 


2207 


M 


341 


VJ 


(46) 


n n ii 


or 




used, 


for 


SEQ 


IDff 


41 


L 


2210 


M 


341 


w 


(46) 


" n " 


or 


"Xoa" 


used , 


for 


SEQ 


IDff 


41 


L 


2 213 


M 


341 


w 


: (46) 


it n II 


or 


"Xaa" 


used , 


for 


SEQ 


ID# 


41 


L 


2 216 


M 


341 


w 


: (46) 


" n " 


or 


"Xaa" 


used, 


for 


SEQ 


ID ft 


41 


L 


2219 


M 


341 


w 


: (46) 


IT n 11 


or 


"Xaa" 


used, 


for 


SEQ 


ID# 


41 


L 


2222 


M 


3 41 


w 


: (46) 


"n" 


or 


"xaa" 


used, 


for 


SEQ 


1D8 


41 


L 


2225 


M 


:341 


w 


: (46) 


i. n ii 


or 


"Xaa" 


used , 


for 


S GQ 


ID# 


41 


L 


2228 


M 


: 341 


w 


: (46) 


" n" 


or 


"Xaa " 


used , 


for 


SEQ 


ID# 


41 
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